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Applicants: Gras-Masse et al. 
Serial No.: 09/555,780 
Filed: June 2, 2000 

For: MIXED LIPOPEPTIDE NICELLES 
FOR INDUCING AN IMMUNE 
RESPONSE AND THEIR 
THERAPEUTIC USES 

Assistant Commissioner for Patents 
Washington, DC 20231 



Examiner: S. Foley 
Group Art Unit: 1648 
Docket: 1091-2 PCT/US 
Dated: April 13, 2001 



PATENT ' 

RECEIVED^ 

APR 1 8 2001 
TECH CENTER 1600/2900 



/ hereby certify this correspondence is being deposited 
with the United States Postal Service as first class 
mail, postpaid in an envelope, addressed to: Assistant 
Commissioner for Patents, Washington, D.C. 
20231 on April 13, 2001 





Signature: 



AMENDMENT IN RESPONSE TO NOTICE TO COMPLY WITH 



REQUIREMENTS FOR PATENT APPLICATIONS 
CONTAINING NUCLEOTIDE SEQUENCE AND/OR 
AMINO ACID SEQUENCE DISCLOSURES 



Sir: 



In response to the Notice to Comply with Requirements for Patent AppUcations 
Containing Nucleotide Sequence and/or Amino Acid Sequence Disclosures mailed April 3, 
2001, Applicants enclose herewith the following: 



1 . Diskette containing a substitute Sequence Listing in computer-readable form, 
corrected as directed in the Notice; 



2. A substitute paper copy of the "Sequence Listing"; and 

3. A copy of the Notice. 



Applicants have amended the Sequence Listing to comply with the above-referenced 
Notice. Entry of the amended Sequence Listing into the specification of the application is 
respectfully requested. 



Applicants: Gras-Masse, et al. 
Serial No. 09/555,780 
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The content of the paper and computer-readable copies of the Sequence Listing are the 
same. Also, the amendment as required by the Notice, merely corrects clerical errors, and 
does not add any new matter. The sequence information is not changed in any way. 

If any additional fees are due or an overpayment has been made, please charge our 
Deposit Account No. 08-2461 or credit our Deposit Account for such sum. A duplicate copy 
of this sheet is enclosed for that purpose. 

Respectfully submitted, 



y^ames F. Harrington X 
^Registration No. : 44,74 1 
Attomey for Applicants 

HOFFMANN & BARON, LLP 
6900 Jericho Tumpike 
Syosset, New York 11 791 
(516) 822-3550 
JFH/jp 
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UNITED STATED DEPARTMENT OF COMMERCE 
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Please find below and/or attached an Office communication concerning this application or 
proceeding. 



Commissioner of Patents and Trademarks 



PTO-90C (Rev. 11/00) 

'U.S. GPO: 2000-475-249/45175 
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UNITED STATESlHEPARTMENT OF COMMERCE 
Patent and Trademark Office 

Address: ASSISTANT COMMISSIONER FOR PATENTS 

Washington, D.C. 20231 



FIRST NAMED INVENTOR / C^S-Atrf^^e 
PATENT IN REEXAMINATION 



APPLICATION NO./ 
CONTROL NO. 



FILING DATE 

Oi 



'ZOCO 



ATTORNEY DOCKET NO. 



EXAMINER 



ART UNIT 



PAPER 
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DATE MAILED: 



Please find below and/or attached an Office communication concerning this application or 
proceeding. 



Commissioner of Patents and Trademarks 

The communication filed 3/12/01 is not fully responsive to the Office communication 
mailed 2/8/01 for the reason(s) set forth on the attached Notice To Comply With The Sequence 
Rules or CRF Diskette Problem Report. Applicant must comply with the requirements of the 
sequence rules (37 CFR 1.821 - 1.825) before the application can be examined under 35 U.S.C. 
§§ 131 and 132. 

Since the above-mentioned reply appears to be bona fide attempt to comply with the 
requirements of the sequence rules (37 CFR 1.821 - 1.825), applicant is given a TIME PERIOD 
of ONE (1) MONTH from the mailing date of this communication within which to correct the 
deficiency so as to comply with the sequence rules (37 CFR 1.821 - 1.825) in order to avoid 
abandonment of the application under 37 CFR 1.821(g). EXTENSIONS OF THIS TIME 
PERIOD MAY BE GRANTED UNDER 37 CFR 1 . 136(a). 

Any inquiry concerning this communication or earlier communications from the examiner 
should be directed toShanon Foley whose telephone number is (703) 308-3983. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's supervisor, 
James Housel, can be reached on (703) 308-4027. The fax phone number for this Group is now 
(703) 308-4242. 

Any inquiry of a general nature or relating to the status of this application or proceeding 
should be directed to the Group receptionist whose telephone number is (703) 308-0196. 



April 2, 2001 




MAiWE.MOSHER 
PRIMARy EXAMINER 
GROUP 480a 



PTO-90C (Rev. 3-98) 



Application No.: 09/555780 

NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 



Applicant must file the items indicated below within the time period set the Office action to which 
the Notice is attached to avoid abandonment under 35 U.S.C. § 133 (extensions of time may be 
obtained under the provisions of 37 CFR 1.136(a)), 

The nucleotide and/or amino acid sequence disclosure contained in this application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1.821 - 1.825 for the 
following reason(s): 

S1. This application clearly fails to comply with the requirements of 37 C.F.R. 1.821-1.825. Applicant's 
attention is directed to these regulations, published at 11 14 OG 29, May 15, 1990 and at 55 FR 
18230, May 1. 1990. 

□ 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence 
Listing" as required by 37 C.F.R. 1.821(c). 

□ 3, A copy of the "Sequence Listing" in computer readable form has not been submitted as required by 
37 C.F.R. 1.821(e). 

S4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the 
content of the computer readable form does not comply with the requirements of 37 C. F.R. 1 .822 
and/or 1.823, as indicated on the attached copy of the marked -up "Raw Sequence Listing." 

□ 5. The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1.825(d). 

□ 6. The paper copy of the "Sequence Listing" is not the same as the computer readable from of the 
"Sequence Listing" as required by 37 C.F.R. 1.821(e). 

Q 7. Other: 



Applicant Must Provide: 

M An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 



□ An initial or substitute paper copy of the "Sequence Listing", as well as an amendment directing its entry into 
the specification. 

SA statement that the content of the paper and computer readable copies are the same and, where applicable, 
include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(f) or 1.821(g) or 
1.825(b) or 1.825(d). 

For questions regarding compliance to these requirements, please contact: 
For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
Patentin Software Program Support (SIRA) 

Technical Assistance 703-287-0200 

To Purchase Patentin Software 703-306-2600 



PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE 





The _ , 

Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 
Source: 

Date Processed by STIC 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 





Kaw Sequence Listing Error cJiimmary 

— r 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL 



ATTN; 



J 



10 



NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA- HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

Wrapped Nucleics The numberAexl at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved In a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent Vrapping". 

Wrapped Aminos The amino acid numberAerf at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating K. 
Please adjust your right margin to .3. as this will prevent Vrapping". 

Incor/ect Line Lenqth The rules require that a line not exceed 72 characters in length. This includes spaces. 

Misaligned Amino Acid The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
Numbering 

Non-ASCII 



Variable Length 



Patentin ver. 2.0 "bug- 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's'or Xaa's 
(NEW fTllL^^)' 



between the numbering. It is recommended to delete any labs and use spacing^tvveen fhe numbers. 

This file v/as not saved in ASCII (DOS) text, as required by the Sequence Rules. 
Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally. Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences, 

Sequence(s) missing. If intentional, please use the following formal for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTIONrSEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iit) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
t400> sequence id number 
000 

Use of n's and/or JCaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 



12 



13 



Use of <2l3>Organism 
(NEW RULES) 

Use of <220>F^ature 
(NEW RULES) 



Patentin ver. 2.0 "bug" 



Sequence(s) , 



are missing this mandatory Held or its response. 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGAISISM is "Artificiaf or "Unknown- 
Please explain source of genetic material in <220> (o <223> section. 

(See "Federal Register/' 6/01/98. Vol. 63, No. 104, pp. 29631-32) (Sec. i.823of new Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted 
'nre'TeTcHling in missing mandatdfy numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 
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1648 



3 


<110> 


4 








6 




7 




8 




9 




10 




11 




12 




14 


<120> 


15 






<13 0> 


mi 


<140> 




<141> 


22 


<150> 


2 3 


<151> 


E--> 25 


<160> 


27 


<17 0> 



Needec 



RAW SEQUENCE LISTING DATE: 02/20/2001 

PATENT APPLICATION: US/09/5 5 5 , 7 8 OA TIME: 17:33:36 

Input Set : A:\Pto.txt 

Output Set: N:\CRF3\02202001\l555780A.raw 

APPLICANT: INSTITIJT NATIONAL DE LA SANTE ET DE LA RCCKERCHE M 

CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE (C.N. f) 0 

rNSTITUT PASTEUR DE LILLE ^ / ^,./^^ 

GRAS-MASSE, Helene JlfU>^ V^-^^ 

BOSS US, Marc 
LIPPENS. Guy 

VvIERUSZESKI , Jean-Mlchel 
TARTAR, Andre 
GUILLET, Jean -Gerard 
BOURGAULT-VILLADA, Isabelle 

IViTLE OF INVENTION: Mixed iipopeptide micelles for inducing an immune 
response and their therapeutic uses. 
FILE REFERENCE: Lipopept ides - 1 NSERM 
CURRENT APPLICATION NUMBER: US/09/5 5 5 , 7 8 OA 
CURRENT FILING DATE: 2000-11-17 
PRIOR APPLICATION NUMBER: FR9715 
PRIOR FILING DATE: 1997^0^-03 



Whs 



PatentIn Ver . 2.1 



ERRORED SEQUENCES 



40 
41 
42 
43 
45 
46 
47 
48 
50 
51 

E--> 52 
E--> 53 

55 

E--> 56 
E--> 57 

59 
64 
65 
66 
67 
69 
70 
71 
72 



Human immunodef iciencv virus 



<2i0> SEQ ID NO: 
<211> LENGTH: 33 
<212> TYPE: PRT 
<213> ORGANISM: 
<220> FEATURE: 
<2 21> NAME/KEY: 
<222> LOCATION: 
<223> OTHER INFORMATION: 
<400> SEQUENCE: 2 

Vai Gly Phe Pro Val Thr Pro Gin Val Pro Leu Arg Pro^^ Me^^Thr^ 

^15 10 15 

Lys Ala Ala Val Asp Leu Ser His Phe Leu Lys Glu Lys Gly Gly^ 
Leu — ' 



LIPID 



PALMITOYL DERIVATIVE 



20 

SEQ ID NO: 3 
LENGTIi: 32 
TYPE: PRT 
ORGANISM: 
FEATURE: 
NAME/KEY : 



Lys 
<210> 
<211> 
<212.> 
<213> 
<220> 
<2 21> 
<222> LOCATION: 



25 



Human immunodeficiency virus 



30 



r/i piD 

(32) 



<223> OTHER INFORMATION: PALMITOYL DERIVATIVE 



file://C:\Crf3\Outhold\VsrI555780A.htm 
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RAW SEQUtHCE LISTING DAlz.: 02/20/2001 

PATENT APPLICAXION: aS/09/5 5 5 , 7 8 OA TIME: 17:33:36 

Inpnu Set : A:\Pto.txt 

Output Set: N:\CRF3\02202001\I555780A.raw 







7A 


<4 00> 


SEQUENCE; 


3 












75 


Thr Gin Gly Tyr 


Phe Pro Asp Trp Gin Asn Tyr Thr 


Pro 


Gly 


Pro 


E- 


-> 


76 


Gly 












E- 


-> 


77 


1 




5 10 






15 






79 


Val Arg Tyr Pro 


Leu Thr Phe Gly Trp Cys Tyr Lys 


Leu 


Val 


Pro 


E- 


-> 


80 


Lys 












E- 


-> 


81 




20 


25 




30 








£8 


<210> 


S£;0 ID NO: 














3-9 


<211> 


LENGTH: 2 5 














90 


<212> 


TYPE: PRT 














91 


<213> 


ORGANISM: 


: I um a n i iTiiii u n c d e t' i c i e n c y v i r u s 












93 


<220> 


FEATURE: . 














94 


<221> 


NAME/KEY: 


LIPID 












95 


•c 2 2 > 


LOCATION: 


(25) 












96 


<223> 


OTHER INFORMATION: PALMITOYL DERIVATIVE 












98 


<4 00;> 


SEQUENCE: 


4 












99 


Glu Tr 


p Arg Phe 


Asp Ser Aiq Leu Ai- Phe His His 


Val 


Aid 


Arcr 


E- 


-> 


100 


Glu 












E- 


- > 


101 


1 




5 10 






15 






103 


Leu His Pro Glu 


Tyr Phe Lys Asn Lys 








E- 


-> 


104 




20 


25 












lOS 


<210> 


SEQ ID NO 


: 'Z> 












109 


<21i> 


LENGTH: 3 


3 












110 


<212> 


TYPE- PRT 














111 


<213> 


ORGAiiISM: 


Hunan imiiiunode t iciency virus 












.11 3 


<220> 


FEATURE: 














114 


<221> 


NAME/KEY ; 


LIPID 












115 




LOCATION: 














116 


<223> 


OTHER INFORMATION: PALMITOYL DERIVATIVE 












lis 


<400> 


SEQUENCE: 


c 

— * 












119 


Asp Leu Asn Thr 


Met Leu Asn Thr Vdi Gly Gly His 


Gin 


Ala 


Aia 


E- 


-> 


120 


Met 












E- 


-> 


121 


1 




5 10 






15 






123 


Gin Met Leu Lys 


Glu Thr lie Asn Glu Glu Ala Ala 


Glu 


Trp 


Asp 


E- 


-> 


124 


Arg 












E- 


-> 


125 




20 


25 




30 








127 


Lys 
















132 


<210> 


SEQ ID NO 


: 6 












133 


<211> 


LENGTH: 3 3 












134 


<212> 


TYPE: PRT 














135 


<21j> 


ORGANISM: 


r'uman immunodeficiency virus 












137 


<220> 


FEATURE: 














138 


<221> 


NAME/KEY : 


LIPID 












159 


<222> 


LOCATION: 


(33) 












140 


<223> 


OTHER INFORMATION; PALMITOYL DERIVATIVE 












142 


<4 00> 


SEQUENCE: 


6 












14 3 


Asn Pro Pro lie 


Pro Val Gly Glu lie Tyr Lys Arg 


Trp 


lie 


lie 


E- 


-> 


144 


Leu 












E- 


-> 


145 


1 




5 10 






15 
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RAW SEQUENCE LISTING DATE: 02/20/2001 

PATENT APPLICATION: US/09/5 5 5 , 7 8 OA TIME: 17:33:36 

Input Set : A:\Pto.txt 

Output Set: N:\CRF3\02202001\l555780A.raw 



>vo Thr Ser lie Leu yQ^^"^^^"^^ 




14 7 Gly Leu Asn Lys lie Val Arcj Mc-t Tyr Ser 
E--> 148 Asp 

E--> 149 20 25 30 

151 Lys 

15G <210> SEC ID NO: 7 

157 <211> LENGTH: 34 

158 <212> TYPE: PRT 

159 <2 1 3> ORGANI SH : KuiTta n iaiirtuncdef Lciency v i nis 

161 <220> FEATURE: 

162 <221> NAME/KEY: LIPID 

163 --:222> LOCATION: (34) 

164 <223> OTHER INFORMATION; PALMITOYL DERIVATIVE 

166 <400> SEQUENCE: 7 

167 Thr Arg Pro Pisn Asn Asn Tlir Arg Lys Ser lie His lie Gly Pro 
E--> 168 Gly 

E--> 169 15 10 15 

171 Arg Ala Phe Tyr Ala Thr Gly Glu lie lie Gly Asp lie Arg Gin jniJL/y*"^ 
E--> 172 Ala ^ 

E--> 173 20 25 30 

17 5 His Lys 

345 <210> SEU ID NO: 23 

346 <211> LENGTH: 27 
547 <212> TYPE: PRT 

348 <213> ORGANISM; Sinilan imnuincd 3 f lciency virus 

350 -r220> FEATURE: 

351 <221> NAME/KEY: LIPID 

352 <222> LOCATION: (2'^) 

353 <223> OTHER INFORMATION: PALMiTOYL DERIVAIIVE 
356 <400> SEQUENCE: 23 

3 57 Ser Val Arg Pro Lys Val Pro Leu Arg Ala Met Thr Tyr Lys Leu 
E--> 358 Ala 

E--> 359 15 10 15 

361 He Asp Met Ser His Phe He Lys Glu Lys Lys 
E--> 362 20 25 

366 <210> SEQ ID NO: 24 

367 <211> LENGTH: 24 

368 <212> TYPE: PRT 

3 69 <213> ORGANISM: Simian immunodeficiency virus 

371 <220> FEATURE: 

372 <221> NAME/KEY: LIPID 

373 <222> LOCATION; (24) 

374 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE 

376 <400> SEQUENCE: 24 

377 Glu Lys Gly Gly Leu Glu Gly He Tyr Tyr Ser Ala Arg Arg His 
E--> 378 Arg 

E--> 379 15 10 15 

3 81 He Leu Asp Met Tyr Leu Glu Lys 
E--> 382 20 

386 <210> SEQ ID NO: 25 
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RAW SEQUENCE LISTING DAThJ: 02/::0/2001 

PATENT APPLICATION: US/09/555 , 7 80A TIML': 17:33:36 

Input Set : A:\Pto, txt 

Output Set: N:\CRF3\02202001\I555780A.raw 

3 87 <211> LENGTH: 2 5 
383 <2I2> TYPH: PKT 

38S <213> ORGANISM: Simian imir.unodGf icicncy virus 
W-"> 390 <220> FEATURE: 

5':)1 <2 21> NAME/KEY: LIPID 

392 •:;222> LOCATIOK: (2?5; 

393 <223> OTHER INFORMATION: PALMIIOYL DERIVATIVE 
3'^5 <400> SEQl?ENCE: 2'^ 

39 5 Asp Trp Gin Asp Tyr Thr S^r Gly Pro Giy lie Arg Tyr Pro Lys 
E--> 397 Thr 

E--> 358 15 10 15 

4 00 Phe Gly Trp Leu Trp Lys Leu Vai Lys 
E--> 401 20 25 

405 <2iO> SEQ ID KG: 26 
4 06 •'211> LENGTH: 26 

407 <212> TYPE: PRI 

408 ■r213> ORGANISM: Simian imin'.iModef ici ency virus 

410 <220> FEATURE: 

411 <22]> NAME/KEY: LIPIO 

412 <2 22> LOCATION: (26) 

413 <223> OT'fER INFORMATION: PALMIiOYL DERIVATIVE 

415 <4 00> SL.vJENCE: 26 

416 Ser Lys Trp Asp Asp Pre Trp Giy Giu Vai Leu Ala Trp Lys Phe 
E--> 417 Asp 

E--> 418 15 10 15 

420 Pro Thr Leu Ai^ Tyr Thr Tyr Giu Ala Lys 
E--> 421 20 25 

425 <210> SEO 10 NO: 27 
4 26 <211> LENGTH: 2 3 
427 <212> TYPE: PRT 

4 28 ^''2I3> ORGANISM: Simian immunodeficiency virus 
4 30 <220> FEATURE: 
431 <221> NAME/KEY: LIPID 
4?2 <222> LOCATION: (28) 

433 <223> OTHER INFOKMATION: PALMITOYL DERIVATIVE 
4 35 <4 00> SEQUENCE: 27 

4 56 Tyr Thr Tyr Glu Ala Tyr Ala Arg Tyr Pro Giu Giu Leu Glu Ala 
E--> 437 Ser 

E--> 438 15 10 15 

440 Gin Ala Cys Gin Arg Lys Arg Leu Glu Glu Gly Lys 
E--> 441 20 25 

4 45 <210> SEQ ID NO: 28 
44 6 <211> LENGTH: 3 2 
447 <212> TYPE: PRT 

445 <213> ORf'jANISM: Simian imnunodef iciency virus 
4 50 <2 20> FEATURE: 
4 51 <22'X.> NAME/KEY: LIPID 

452 <222> LOCATION: (32) 

453 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE 





rile://C:\Crf3\OutholcrxVsrI555780A.htm 
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KAW S£QUKUCE LISTING DATt;: 02/20/2001 

' i'A-liiKV APPLICATION: US/0 9/5 5 5 , 7 8 OA TIME: 17:33:. 6 

Iripiil. Set : A:\Pto.txt 

Outp'Jt: Set: N:\CRF3\02202001\l555780A.raw 

-1^5 -^4 00 > Sii;QMr:N:.;'^ : 2S 

4^6 Lys Fhfi' Gl.y Aid 

E--> 457 Gly 

E--> 458 15 10 15 

4 60 Cys Ihr Pro Tyr Asp lie Asn Gin Met Leu Asn Cys Vai Gly Asp 

E--> 461 Lys 

E--> 462 20 25 30 

469 <210:> ::;r;C lO NO: 29 

470 <211> LENGTH: 37 

471 <212> TYE'E:: PHT 

.4 7 2 < 2 1 3 > 0 i'<G A M I ;^ >: : Si iti i a n iir'fnu n o de f i c i e n c y v i r u s 

474 <220> FEAT[iRE: 

47'-; <221> NAME/KeV: LIPID 

476 <222> LOCATION: (37) 

4 77 <.223> OTHER IMFOKM^ATION : PALMITOYL DERIVATIVE 

479 <400> SEGUEMCE: 29 

4 8 0 G In 11. e G 1 n ' r p M e t T ;/ r A r g Gin Gin Asn P r ; :> He Va i G i. y A.s n 

E--> 481 lie 

E--> 482 1 5 10 15 ^ 

4 34 T y r A r g A r g T r o lie Gin Leu G 1 y Leu Gin Lys Cys Vai A r g Me t 

E--> 485 Tyr 

E--> 486 20 25 30 

4 83 Asn Pro Thr Asn Lys 
E--> 489 35 

493 <21U> SEG ID NO; 30 

494 <2il> LENGTH: IB 
4 95 <212> TYPE: PRT 

496 <213> ORGANISM: S.i.niiaa imnumodei iciency virus 

4 9S <2 2 0> FEATURE: 

499 <221> NAME/KEY: LIPID 

500 <222> LOCATIO'I: (18) 

501 <223> OTHER INFORMATiON: PALMITOYL DERIVATIVE 
503 <220> FEATURE: ^ 

W--> 504 <221> NAME/KEY : ^OS_RESy f^Ov^h'^^ 

505 <222> LOCATION: (71 

506 <223> OTHER INFORMATION: ACETYLATION 

508 <4U0> SEQUENCE: 3 0 

509 Gin Tyr lie Lys Ala Asn Ser Lys Phe lie Gly He Thr GIu Leu 
E--> 510 Lys 

E--> 511 15 10 15 

513 Lys Lys 

513 <210> SEQ ID ^^0 : 31 

519 <211> LENGTH: 20 

520 <212> TYPE: PRT 

521 <213> ORGANISM: Human immunodeficiency virus 

523 <220> FEATURE: 

524 <22i> NAME/KEY: LIPID 

525 <222> LOCATION: (20) 

526 <223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
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RAW SEQUENCE LISTING 

I'ATeMT APPLICATION: US/09/555 , 7 80A 



DATE: 02/20/2001 
TIME: 17:33:56 



I:-ip.t{:. Si^A. : A:\Pto.txt 

Cuitput Set: N:\CRF3\02202001\l555780A.raw 



E--> 
L--> 



E--> 



E--> 

E--> 
E--> 



E--> 
E--> 



E--> 
E--> 



51:8 

530 
531 

5 ji 'i 
534 

5^3 

5:v9 

540 
54 J. 
54 3 
544 
545 
546 
543 
54 9 
550 
551 
5 5 3 
554 
555 
5 V 2 
5 6 3 
564 
56 5 
507 
563 
569 
570 
572 
573 
574 
575 
577 
578 
582 
583 
584 
585 
5G7 
588 
589 
590 
592 
593 
594 
595 
597 
598 



15 



<400> s]lC^}:h(:\-:.\ 3i 

GJu Lys lie Arg Leu Arg Pro Gly Gly Lys Lys Lys 
Lys 

15 10 

Kis lie Vai Lys 
20 

<210> SEC 10 NO: 32 
<2:Il> length : 32 
<212> T'iPE: PRT 

<2 1 3 ■> ORGAN! 3M : Huma n i.mmunodef ic iency virus 

<220> FEATLTRE: 

<-221> NAME/KEY: LIPID 

<222> LOCATION: (32) 

<223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
<4 00> SEQUENCE: 3 2 

Ala He Phe GIr. Ser Ser Met Thr Lys lie Leu Glu Pro Phe Arg 
Lys 

15 10 15 

Gin Asn Pro A^p lie Va I : le Tyr Gin Tyr Met Asp Asp Leu Tyr 
Lys 

20 25 30 

<:2i0> SZQ ID HO: 3 3 
<2li> LENGTH: 31 
<212> TYPE: PRT 

<2 i 3 > ORGANI SM : Huiiia n inimunode f i c ien cy v i r us 

<2 20> FEAT ORE: 

<;221> NAME/KEY: LIPID 

<222> LOCATION: (31) 

<223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
<400> SEQUENCE: 3 3 

His Thr Gin Giy Tyr Phe Pro Asp Trp Gin Asn Tyr Thr Pro Gly 
Pro 

15 10 15 

Gly Vai Arg Tyr Pro Leu Thr Phe Giy Trp Leu Tyr Lys Le-. Lys 

20 25 30 

<210> SEQ ID NO: 34 
<21i> LENGTH: 21 
<212> TYPE: PRT 

<213> ORGANISM: Plasmodium falciparum 

<220> FEATURE: 

<221> NAME/KEY: LIPID 

<222> LOCATION: (21) 

<223> OTHER INFORMATION: PALMITOYL DERIVATIVE 
<400> SEQUENCE: 34 

Leu Leu Ser Asii He Giu Glu Pro Lys Giu Asn He lie Asp Asn 
Leu 

15 10 15 

Leu Asn Asn He Lys 
20 



Tyr Lys Leu ^^)J0-^^y^^'^^ 
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RAW SE^QUENCE LISTING 

E'Ari::NT APPLICATION: US/09/55 5 , 780A 



DATE : 02/20/2001 
TIMS- 



: J J : :> 0 



E--> 
E--> 



E-- 
E-- 



E--> 



E--> 



602 

6 0 3 

604 

GO^ 

607 

608 

609 

610 

612 

613 

614 

615 

617 

613 

619 

620 

622 

623 

627 

628 

629 

6 30 

632 

63 j 

634 

63 5 

637 

638 

63S 

640 

642 

643 

644 

645 

647 

648 

1850 

1851 

1352 

1853 

1855 

1856 

1857 

2235 

2236 

2237 

2238 

2240 



<210> 
<:jll> 
<212> 
<213> 
<220> 
<221> 
<2 22> 
<223> 
<2 20> 
<2 21> 
<2 22 > 
<223> 



Input Set : A:\Pto.txt 

CMitput Set: N:\CRF3\02202001\l555780A.raw 



35 



nod 



L<jri\ t a c? 1 03. i; li m 



SEQ ,ID NO; 
LENGTH: 2 7 
TV PL: PRT 
ORGAN -SM: 
FEATaRE: 
NAME/Ki-rf : 
LOCATION: 
0T4!^R INFO 
FEATURE: 
NAME/KEY 
LOCATION 
OTHER I NFORMAT I ON : ACET YLAT ION 



P. 

LIPIO 
(27) 

}VMATVC)N: PALMITOVL LERIVAIl'VE 

MOD„RES 
(1) 



<4 00> SEQUENCE; 
Asp Gla Lea Phe 
Glu 
1 

Val L-.'.- Gill 



35 



Giu Leu Leu Asn Ser Val Asp Vdl Asn Giy 

15 




e Leu 



Glu Glu Ser 
25 



<21 0> 
<211> 
<212> 
< 2 1 3 > 
<220> 
<22j > 
<222> 
<22 3> 
<220> 
<221> 
<222> 
<223> 
<4 0C> 



Asn 
20 

SEO Tfj NO 
LENGTH ; 2 
TYPE; PKT 
ORGANISM ; 
FEATURE: 
NAME/KEY ; 
LOCATION; 
OTHER INFORMAirON: PALMITO 
FEATURE : 

NAME/KEY; l-\(:)D_RES 
LOCATION; ( 1) 
OTHER INFORMATION 
SEQUENCE: 
Ser 



10 



Lv^ 



36 



Plasrti^ 

LIPID 
;27) 



jERIVATIVE 



Leu Giu Giu 
Lys 
1 

Ser Val Gin Gin 
20 

<2i0> SEQ ID NQ. 
<211> LENGTH :i 
<2i2> TYPE; PR 
<213> ORGANISM 
<400> SEOUENCE 
Glu Leu Val As 
1 

<210> SEQ ID Nv 
<211> LENGTH :( 3 
<212> TYPE: P 
<2i3> ORGANISM: 
<400> SEQUENCE; 



3 6 
Gin 



ACETYLATION 
Asn Asp .Asp lie 



Giu Gin Gin His 



144 




HuEnan 
14 4 

Gin li 
5 
179 



10 

Asn Val 
25 



immunodeficiency 
e lie Glu Gin 



Leu 

to 



Phe A-sri Ser 
Lys 

v^irus type 1 



Leu Vai 
15 




Human 
179 



immunodeficiency virus type 1 



^241 Arg Tyr Leu Lys Asp Gin Gin Leu Leu 
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RAW SEQUENCE LISTING 

PAIEMT APL^LICATION: US/09/55 5 , 780A 



DATE: 02/20/^001 
TIME: 17:33:30 




i e n c y virus type 1 



Input Set : A:\Pto.txt 

Output Set: N:\CRr3\02202001\I555780A.raw 



1 5 

<210> 3ICQ ID 236 
<21i> LENGTH: QT)/Q 
<:i2> TYPE: PRT 

< 2 1 3 > 0 RG AN ISM: H lUTia n i mmu n ode f 
<400> SEQUENCE: 236 

Val Pro Val Trp Lys Giu Ala Thr Thr 

I 5 

^<210> SEQ ID NO: 2 8':. 
<211> LENGTH: 9 
<212> TYPE: PRT 

<213> ORGANISM: Ep.s tei n - Barr virus 
<400> SEQUENCE: 284 

He Val Thr Asp Phe Ser Val He Lys 
1 5 

57 
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<210> 285 
<211> 9 
<212> PRT 

<213> Epstein-Barr virus 

<4oo> 2%^ f^^'^n^ 
lie Val Thr Asp Phe Ser Val lie Lys 
1 5 




VERIFICATION SUMMARY DATE: 02/20/2001 

PATENT APPLICATION': US/0 9/5 5 5 , 7 8 OA TIME: 17:33:38 

Int-.ut Set : A:\Pto.txt 

Output Set: N:\CRF3\0220200I\l555780A.raw 

L : 1 9 M : 2 7 0 C : C u r r eni AppI i ca t ion N uirtbe r differs, Replaced C u r r en t App L i ca t ion Nuirib r 
L:20 H:271 C: Current riling Date differs. Replaced Current Filing Date 
L:52 M:332 B: (32) Invalid/Missing AiTiino Acid Numbering; SEQ 10:2 
M:332 Repeated i:'! SeqNo-2 

L:V6 M:3j2 E: (32) I nval id/Mxssing Amino Acid Number ing^ SEQ ID: 3 





3 3 2 


J V * ^ ^ It.* r.- 


in SeqMo^3 
















' 0 0 


M : 3 3 2 E : 


(32) In V a 1 i d/Mi s s i n g 


Amino 


Acid 


Numbering, 


SEQ 


ID 


4 


M 


3 3 2 




in KoqNo----4 
















1 20 


M : 3 3 2 K : 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID 


5 


M • 


3 32 




in SGqHo-5 














- 


14 4 


H : 3 3 2 E : 


( 3 2 ) 1 n V all d/M i s s i n g 


Amino 


Acid 


Numbering, 


SKQ 


ID 


6 


H . 


3 3 2 




in SeqNo-6 














L • 


16 8 


M : 3 2 ■ E : 


(32) In V a 1 id/Mis sing 


Amino 


Acid 


Numbering, 


SEQ 


ID 


7 


VI ' 


33 2 


R p c-^ a L d 


in SeqNo=7 














h : 


3 58 


M : 3 3 2 E : 


( 32 ) Invalid/Missing 


Amino 


Acid 


Numibering , 


SEQ 


ID 


23 


M . 


3 3 2 


L\ ^ ^ 1, C 


in SaqNo--0 3 














X,- 


3 7 3 


M : 3 3 2 E : 


( 32 ) Invalid/Missing 


Amino 


Acid 


Num.be ring, 


SEQ 


ID 


2 4 


M 


3 3 2 




in SeqNo-2 4 














L, : 


3 9 0 


\.\ : 2 S 3 Vv : 


Missing Blank Line separator, <220> field 


idonri f ier 


L : 


397 


H : 3 3 2 : 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


2 5 


M : 


3 32 


i\ CT . ci i_ I.,. -J. 


in SeqNo=-2 5 














L : 


4 17 


H : 3 3 2 E : 


(32) I n V? a 1 i d /M 1 s s i n g 


Amino 


Acid 


Number in. c , 


SEQ 


ID 


2 6 


H : 


332 


C f-^ P> 7" i-^' 
i\ tn; CT M u c v-i 


in SeqNo-26 














L : 


4 37 


M : 3 3 2 E : 


( 32 ) Invalid/Missing 


Am.ino 


Acid 


Numbering , 


SEQ 


ID 


2 7 


M : 


3 3 2 


p (-1 p a f - iT! i 1 
r*. c t- n V J 


in SeqNo=2 7 














{. : 


4 57 


: 3 3 2 E : 


(32) Inval id/Missing 


Amino 


Acid 


Number 1 ng , 


SEQ 


ID 


2:3 


Vl : 


3 3 2 




in SeqMo----2 3 














L : 


4 81 


M : 3 3 2 E.- ; 


(32) In V a 1 i d/K 1 s s i n g 


Amino 


Acid 


Numbering , 


SEQ 


ID 


29 


M : 


332 


T^^pt^^l; ted 


in SeqNo-2 9 














L: 


504 


M:257 W: 


Feature value mis-spelled or in\ 


-alid, <221 


> Name/Key for SEQ ID#:30 


L: 


510 


M:332 E: 


(32 ) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


3 0 


M: 


332 


Repeated 


in SeqNo-3 0 














L: 


530 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID 


31 


M: 


332 


Repeated 


in SeqNo-31 














L: 


550 


M:332 E: 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID 


3 2 


M: 


332 


Repeated 


in SeqNo-32 














L: 


574 


M: 332 E; 


(32) Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID 


33 


M: 


332 


Repeated 


in SeqNo=3 3 














L: 


594 


M: 332 E: 


( 32 ) Invalid/Missing 


ABiino 


Acid 


Numbering, 


SEQ 


ID 


34 


M: 


332 


Repeated 


in SeqNo-3 4 














L: 


619 


M:332 E: 


(32 ) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


3 5 


M: 


332 


Repeated 


in SeqNo=3 5 














L: 


644 


M : 3 3 2 E : 


( 32 ) Invalid/Missing 


Am.ino 


Acid 


Numbering , 


SEQ 


ID 


36 


M: 


332 


Repeated 


in SeqNo=3 6 














L: 


664 


ri : 3 3 2 E : 


(32) Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


3 7 


M: 


332 


Repeated 


in SeqNo=3 7 















I.: 1640 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 125 
M:332 Repeated in SeqNo=125 
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VERIFICATION SUMMARY 

PATENT APPi.rCATION ; US/09/555 , 7 80A 



DATt:: 0:;'/20/2001 
TIME: 17:33:33 



Input Set. : A:\Pto.txt 

Output Set: N:\CRF3\02202001\l5557 80A.raw 



L:1666 M:332 £: (32) In val id/Miss i.ncf A.^ino Acid Numbering, SKQ TO:127 
M:332 \<epe^teri in S£qMG-i27 

L:1837 M:332 E; (32) Invalid/Missing Amino Acid Numbering, SKQ ID:144 
L:lii57 M:252 E: No. of Seq . differs, <2:!.I ^-LENGiH : Input : 9 Found:lO Si::Q:14-i 
L:2242 M:2j2 E: No. of Seq. differs, <2ii >LENGTH : 1 npu t : 8 Found : j!? SEQ:i79 
L;2869 M:252 E: Ko . of Seq. differs, •:2 n > LENGTH : I npu t : 11 Fou[ld:10 S:::Q:2j6 
L:3386 M:;.32 E: (32) I nva i id/Miss ing Amino Acid Nuinberinci, SEQ 10:233 
M:33 2 Rc>pc;:ited in SeqNo=2S3 

L:3aO& M;2i2 E: (34) Invalid or duniicaro Sequence ID Number, SBQWi::^^!-: ID NCS:235 differs:284 
L:34i4 M:332 E: (32) Invalid/Missing Ainino Acid NuTibering, SEQ IO:0 

L:23 M:2C3 E: No. of Seq. differs, <160> N'uir.ber Of Sequences ; Input {234 ) Counted ( 235) 
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